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Genomic PCR

[iee7]

REForo Forward 5 " -CGTAAGCTTTGCGATACTCCATGTG-3
T Reverse 5 -GATCACTAGTCAAAACGCAGTCGCTTAAS "

Forward 5 " -GGAGCGGATAACAATTTCACACA-3*

355 Reverse 5 -TTCAAGCTTTAGTAACATAGATGACACCG-3’

GFP Forward 5 " -AGCTGGACGGCGACGTAAA-3 ~
S Reverse 5 -CAGGACCATGTGATCGCGCTT-3 ”

Real-time RT-PCR

AL

GFP Forward 5~ -GTCCGCCCTGAGCAAAGA-3 *
s Reverse 5" -TCCAGCAGGACCATGTGATC3 "

GAPD Forward 5 " -GGCATTGTTGAGGGTCTTATGAC-3
Reverse 5 -TGGTCCATCAACAGTCTTCTGAGT-3 "

REFpro : REF 70 €—% —, 35S : CaMV35S 7u€—% —
sGFP : sGFP #1%F, GAPD : GAPD #f{z¥
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£k RNA J¢ 815 % Real-time RT-PCR CHIXf & # L 720

PC : Positive control
NC: Negative control
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